
GO:0000082
G1/S transition of m...

0.0445
2 / 3

GO:0000278
mitotic cell cycle

0.1300
2 / 5

GO:0007049
cell cycle
0.2384

2 / 7

GO:0007346
regulation of mitoti...

0.0834
2 / 4

GO:0007623
circadian rhythm

0.0159
2 / 2

GO:0008150
biological_process

1.0000
6 / 44

GO:0009719
response to endogeno...

0.1438
4 / 17

GO:0009725
response to hormone

0.3271
3 / 15

GO:0009987
cellular process

0.7431
6 / 42

GO:0010033
response to organic ...

0.1438
4 / 17

GO:0010564
regulation of cell c...

0.1300
2 / 5

GO:0014070
response to organic ...

0.0891
3 / 9

GO:0022402
cell cycle process

0.1300
2 / 5

GO:0032870
cellular response to...

0.1197
3 / 10

GO:0033993
response to lipid

0.0891
3 / 9

GO:0042221
response to chemical

0.3778
4 / 23

GO:0044699
single−organism proc...

0.4622
6 / 39

GO:0044763
single−organism cell...

0.3293
6 / 37

GO:0044770
cell cycle phase tra...

0.0834
2 / 4

GO:0044772
mitotic cell cycle p...

0.0834
2 / 4

GO:0044843
cell cycle G1/S phas...

0.0445
2 / 3

GO:0048511
rhythmic process

0.0834
2 / 4

GO:0048545
response to steroid ...

0.0891
3 / 9

GO:0050789
regulation of biolog...

0.9166
5 / 40

GO:0050794
regulation of cellul...

0.8700
5 / 39

GO:0050896
response to stimulus

0.5267
5 / 33

GO:0051716
cellular response to...

0.2761
5 / 28

GO:0051726
regulation of cell c...

0.2384
2 / 7

GO:0065007
biological regulatio...

0.9166
5 / 40

GO:0070887
cellular response to...

0.1159
4 / 16

GO:0071310
cellular response to...

0.0916
4 / 15

GO:0071383
cellular response to...

0.0254
3 / 6

GO:0071396
cellular response to...

0.0419
3 / 7

GO:0071407
cellular response to...

0.0632
3 / 8

GO:0071495
cellular response to...

0.0530
4 / 13

GO:1901987
regulation of cell c...

0.0834
2 / 4

GO:1901990
regulation of mitoti...

0.0834
2 / 4

GO:1902806
regulation of cell c...

0.0159
2 / 2

GO:1903047
mitotic cell cycle p...

0.1300
2 / 5

GO:2000045
regulation of G1/S t...

0.0159
2 / 2

GO BP DAG analysis



GO:0000988
transcription factor...

0.2384
2 / 6

GO:0000989
transcription factor...

0.1729
2 / 5

GO:0003674
molecular_function

1.0000
7 / 44

GO:0003712
transcription cofact...

0.1729
2 / 5

GO:0003713
transcription coacti...

0.0613
2 / 3

GO:0005102
receptor binding

0.4433
2 / 9

GO:0005488
binding
0.8409
7 / 43

GO:0005515
protein binding

0.7616
6 / 38

GO:0008134
transcription factor...

0.4433
2 / 9

GO:0030234
enzyme regulator act...

0.1128
2 / 4

GO:0030374
ligand−dependent nuc...

0.0222
2 / 2

GO:0035257
nuclear hormone rece...

0.1128
2 / 4

GO:0046966
thyroid hormone rece...

0.0613
2 / 3

GO:0051427
hormone receptor bin...

0.1729
2 / 5

GO:0098772
molecular function r...

0.0227
3 / 5

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
7 / 45

GO:0005622
intracellular

0.5945
7 / 42

GO:0005623
cell

0.7101
7 / 43

GO:0005737
cytoplasm

0.4446
6 / 34

GO:0005783
endoplasmic reticulu...

0.0638
3 / 7

GO:0005789
endoplasmic reticulu...

0.0587
2 / 3

GO:0012505
endomembrane system

0.2678
3 / 12

GO:0016020
membrane

0.5908
3 / 18

GO:0031090
organelle membrane

0.2297
2 / 6

GO:0031982
vesicle
0.0694
4 / 12

GO:0031988
membrane−bounded ves...

0.0496
4 / 11

GO:0032991
macromolecular compl...

0.5908
3 / 18

GO:0042175
nuclear outer membra...

0.0587
2 / 3

GO:0043226
organelle
0.7101
7 / 43

GO:0043227
membrane−bounded org...

0.5945
7 / 42

GO:0043229
intracellular organe...

0.8918
6 / 41

GO:0043231
intracellular membra...

0.8338
6 / 40

GO:0043234
protein complex

0.4291
3 / 15

GO:0044422
organelle part

0.2411
6 / 30

GO:0044424
intracellular part

0.5945
7 / 42

GO:0044425
membrane part

0.2182
3 / 11

GO:0044432
endoplasmic reticulu...

0.1662
2 / 5

GO:0044444
cytoplasmic part

0.5780
4 / 24

GO:0044446
intracellular organe...

0.2411
6 / 30

GO:0044464
cell part
0.7101
7 / 43

GO:0098588
bounding membrane of...

0.2297
2 / 6

GO:0098796
membrane protein com...

0.0587
2 / 3

GO CC DAG analysis


